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Hiplot is a comprehensive, open, and advanced one-stop platform for biomedical visualization and analysis, which includes four main modules: Cloud Tools, Cloud Workflow, Cloud Study, and Cloud Market. The Cloud Tools module contains a near-exhaustive collection of scientific research plotting and data analysis tools. The Cloud Workflow module
enables customized omics data full-process automatic analysis. The Cloud Study module covers a complete series of tutorials on life science data analysis, from beginner to expert levels. At Hiplot, you can also learn the latest bioinformatics analysis techniques, discover the hottest scientific research news, publish your custom service requests on the
Cloud Market, or share your excellent code with the world. Hiplot - focused on research, serving health. Utilizing Hiplot’s proprietary omics analysis framework and leveraging WDL and Docker technologies, we have established a novel computational platform for omics analysis, built atop high-performance computing clusters. This platform offers
users an efficient and convenient experience. It adheres to the open standards set by the GA4AGH community, incorporating a wealth of workflow tools and public datasets for modular and versioned workflow management. There are six major analytic sections built-in: genomics, transcriptomics, proteomics, metabolomics, microbiomics, and
epigenomics, distilling years of hands-on analytic experience from our team. Keeping up to date with the latest global software algorithm resources and integrating them with our proprietary framework, Hiplot offers personalized customizations that create standardized, highly reliable, and versatile analysis reports. With trustworthy analysis
workflows come authoritative, precise, and valuable results. Hiplot — interpreting life with numbers, empowering precision medicine with big data. The Hiplot cloud workflows are categorized into six main types: transcriptome (RNA), genome (DNA), proteome, metabolome, microbiome, and epigenome. Additionally, for ease of search, common tools
are aggregated into one category. Select the required tool and click to enter the platform to access the detailed page. On the details page, you can view the product introduction, application fields, cases, version records, and pricing standards. Common pricing standards are based on a basic fee plus data volume charges. Before use, you can click on
the DEMO tutorial button in the center to add a DEMO task to your task center for inspection. DEMO tasks do not have all the functions of regular tasks; they cannot perform drawing modifications or apply changes to the report and are only for viewing report formats and workflow listings. After inspecting the DEMO task, click Start Analysis to begin
submitting data and analyzing it through the cloud workflow. Click Start Analysis to begin submitting a cloud workflow task. The submission process is divided into four steps: Project Information - Data Import - Analysis Workflow - Begin Execution. Project Information Fill in the relevant project details, including: Project name: Enter according to the
project content Description: Enter according to the project content Species: Select species Experimental Platform: Select experimental platform Experimental type: Choose “Other” Data Import The data import page has two tabs: Sample Data and Sample Information, which can be switched by clicking on the top left corner of the page. In the Sample
Data tab, the box on the left contains project files, and the one on the right contains all your uploaded files (for uploading methods, refer to the file upload method section). Select the necessary files on the right and click the left arrow button between the two boxes to add files to the project. After adding the project files, go to the Sample Information
tab to fill in the sample information. This tab consists of a sample information table, where each row corresponds to the sample data files you added; the first column is for file names, and the second column is for sample names, while the other columns are for grouping. You can modify the number of groups by adding/deleting group buttons, with a
minimum of one and up to five groups supported. Sample names and groups can be filled in at will according to the actual situation. It is recommended to use English names here. Moreover, you can download the table template file on the top right corner, complete it locally in EXCEL or similar software, and then upload it to automatically fill in
sample information. Analysis Workflow Here you set the parameters specific to the workflow, which may affect its operation. Please refer to the instructions on the right side of the page for settings. Begin Execution The left side of this page shows the flowchart, and the right side displays the task billing interface. If it’s a free tool, you can directly
click Start Analysis to submit the analysis. Otherwise, first click to pay to complete the payment, and then click Start Analysis. After submitting your task, you can view the real-time progress in the task center; click the drop-down arrow on the far right of the task list to reveal the steps’ running process and status, and to download intermediate
results. If a task fails, you can click the pencil button to edit the parameters and resubmit. However, you cannot modify the sample data files (due to billing issues). If you encounter problems, contact customer service for assistance. Once the process task is fully completed, you can view the results and download the report. If you wish to adjust the
results in the report, refer to the next section to view and modify the results. After the cloud workflow task runs successfully, you can click the View button in the task list to enter the results viewing page. The result viewing page includes the following parts: 1) The final report page; 2) Project overview page; 3) Analysis guide page; 4) Group
information page; 5) Result modification page. The first three pages are fixed and unchanged, while the group information page allows you to modify the sample grouping and batch execute analysis tasks, which will be detailed in the following section. The result modification page may contain several subtasks under multiple major categories, as
determined by the workflow tools themselves. If you need to modify a plot in the report, you can find the corresponding section on this page, adjust the parameters, and submit until you are satisfied with the result. At that point, clicking on Store in Report will save the current plot into the final report. Before clicking Store in Report, there will be no
changes to the report. The Group Information page allows you to modify sample groups, delete certain samples, and batch execute subsequent analysis tasks. The Sample Information page is divided into three parts: Sample Information: It’s possible to modify sample names, group information, and add or remove samples. You can edit the group
content by adding or removing groups via downloading and uploading the template. On the far right, you can use the checkboxes to add or remove samples. Note: It is not recommended to change the sample names here. Parameter Settings: Set the parameters for this batch execution task. Analysis Contents: Set the tasks that need to be executed.
Note that some subtasks must be performed or cannot be executed again. The content set in the sample information and parameter settings will only take effect if selected here and re-executed. Here, the task ID starting with BATCH distinguishes it from single modifications starting with EDIT, which you can switch to view in each subtask detail.
After all settings are complete, click the Submit button to modify the group information and batch execute tasks. For smaller files, direct web upload is possible. For larger files, Hiplot offers FTP for uploading, as follows. First, download the corresponding client version from the interface shown below and click the Get Username and Password button.
Here, the Filezilla client is provided, but other FTP software may also be used. Figurel.3: FTP Upload Method After clicking the Get Username and Password button, you will receive your username and password—keep them secure. Figurel.4: FTP Account Open the FTP client and enter the address, username, and password as follows, then click
Quick Connect. Figurel.5: FTP Login The first time you connect, you may receive a prompt like the one below; confirm to proceed. Then, you are ready to start uploading files. Please note that the FTP file service provided by Hiplot can only be used for cloud workflow tasks. Once files are uploaded, they cannot be downloaded, deleted, or renamed,
and files not used for a long time may be cleared. Figurel.6: FTP Confirmation The Cloud Marketplace consists of two parts: the Service Mall and the Demand Market. The Service Mall mainly sells products related to the Hiplot website and other services. For detailed information and usage methods, please refer to the product content description.
The Demand Market provides an open platform for information exchange, where you can post your requirements to solve specific problems, or accept commissions from others. If you have any suggestions for improvement of the self-operated tools on the website, you can also put forward your ideas here, and it’s completely fine even without offering
a reward. There is a feedback button located at the central right side of the website. Should you have valuable suggestions, please submit them to the website. If adopted, you will be rewarded with Hi coins. Hi coins are a unique virtual currency on the Hiplot platform. Users can obtain Hi coins through registration, point rewards, and other means,
which can be used for deductions and discounts when purchasing services. Note that Hi coins are not equivalent to real currency, cannot be purchased with cash, and not for sale within the platform; they serve only as a measure of user activity and as an assessment of developer levels. In addition, a certain amount of Hi coins will be deducted as one
of the means to address violations when a user breaks the platform’s rules. For the specific management system of violations, please refer to “Platform Violation and Handling System”. Users can obtain Hi coins through various methods, with VIP and SVIP members having double privileges in certain acquisition rules. For specific rules and VIP/SVIP
Hi coin multipliers, refer to the table below: Figurel.7: Hi Coin Acquisition Rules There are mainly two usage scenarios for Hi coins: 1. In the Cloud Marketplace, Cloud Tools, Cloud Processes, purchasing memberships, and most other consumption scenarios, Hi coins can be used for deductions at a ratio of every 10 Hi coins for 1 Chinese Yuan. 2. The
primary ways of obtaining Hi coins can indicate the user’s level of activity, especially for developers, in terms of tool usage frequency and user feedback. Hence, the number of Hi coins is an important metric for assessing developer levels, where each Hi coin adds 1 experience point to the developer. For the method of calculating developer experience
values and promotion rules, please see “Developer Experience and Level Regulations”. Disclaimer Hiplot platform is exempt from any legal liability in the following situations: 1.Disputes arising from the use of third-party payment channels during the recharge process by the user; 2.Losses caused to the user due to sharing a password with others;
3.Losses caused by the user’s intentional misconduct or gross negligence, or by third parties outside of this agreement; 4.Various situations and disputes caused by force majeure and unforeseeable circumstances including but not limited to: hacker attacks, government control, and virus invasion. 3Bt ERF LIERLIEBEHRBEENER, ETI0
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S HE=RIHNMY, Hiplot-£E&27 , AR AZM, Data visualization is playing an increasingly important role in scientific research. By using visual representations, we can better showcase the main features and patterns in scientific data. For instance, in the field of biomedicine, most clinical medical students and junior research workers generally
need to spend tens of days or even months to familiarize themselves with and master common data visualization tools such as SPSS, Origin, and Graphpad. Only after this effort can they proceed with some basic statistical analysis and visualization. For those wishing to specialize in data analysis and modeling, additional learning of one or several
programming languages (such as MATLAB, R, and Python) is required. Reaching a level where one can freely explore data, even further time is needed for in-depth study and advancement. In light of this, Hiplot was created. Hiplot is a comprehensive, open, and free one-stop platform for biomedical visualization analysis that features a variety of
functional modules. The cloud tools module encompasses nearly all scientific drawing and data analysis tools. The cloud workflow module provides customized omics data analysis automation. The cloud study module offers a full set of tutorials for mastering data analysis in the life sciences. On Hiplot, you can also learn the latest bioinformatics
analysis techniques, keep up with the hottest scientific news, and even publish your personalized service demands on the cloud market, or share your own excellent code with the world. Hiplot aims not only at ordinary graphing and data analysis users but also offers a collaborative platform for software developers, meeting the graphing needs of a
broad spectrum of clinical medical students and scientific researchers. Additionally, our comprehensive developer functions make us a more open platform where any excellent research tool can be published to a wide user audience. Comprehensive and Open Library of Graphing and Data Analysis Functions Hiplot is a comprehensive, open, free
platform for visualization and scientific data analysis in life medicine, featuring more than 200 tools that cover biomedical data visualization, biostatistics, data processing, clinical models, and more. With its simple and user-friendly interface, alongside precise and reliable calculations, it connects the digital full process from basic scientific research to
life science and then to clinical medicine. Additionally, you can apply to become a developer, join the Hiplot ecosystem, and deploy your exclusive tools to the world, facilitating scientific research for many researchers more conveniently-that is the essence of Hiplot. Hiplot, advancing research one step faster. Standardized and Automated Omics Big
Data Analysis Journey Using Hiplot’s self-developed omics workflow analysis framework combined with WDL and Docker technology, built on a high-performance computing cluster, we provide an efficient and convenient user experience. Conforming to the GA4GH community’s open standards and integrating a wealth of process tools and public
datasets, Hiplot achieves modular and versioned workflow management. It includes built-in genomic, transcriptomic, proteomic, metabolomic, microbiomic, and epigenomic analysis modules, embodying years of hands-on experience from our team, tracking the latest global software algorithms, and supporting personalized customization through our
self-developed framework, leading to standardized, reliable, and flexible analysis reports. With a trusted analysis process comes authoritative, precise, and valuable analysis results. Hiplot, deciphering life through numbers, empowering precision medicine through big data. Bioinformatics Tutorials, Submission Guides, Scientific Supplies Hiplot
prepares a wealth of learning resources and scientific materials for users and developers at different stages. “Give a man a fish and you feed him for a day; teach a man to fish and you feed him for a lifetime.” Here, one can find comprehensive “nanny-level” tutorials on bioinformatics analysis from beginner to expert. Users can join top-tier
professionals in learning the latest techniques, delve into cutting-edge scientific and clinical research, and understand in-depth journal information and submission guides. Hiplot’s original intent is not only to advance life science but also to foster a cohort of top talent in the field. Together with everyone here, we grow with Hiplot. Hiplot - with no
boundaries in science, we grow together. Supply and Demand Connection, Post Customized Needs, Purchase Exclusive Services With the rapid development of bioinformatics, data analysis needs are diverse. Even with Hiplot’s capabilities, it is impossible to be all-encompassing. For those with special graphing and analysis needs who struggle to find
solutions, in addition to purchasing Hiplot’s exclusive customization services, one may also visit the demand market. Simply by articulating one’s needs, developers from across the web can be recruited to take up the challenge. Based on an end-to-end mentality, we foster a new Coder to Customer (C2C) service model-that is the new Hiplot mode,
connecting supply and demand, interacting roles, all to push the progress of life science forward. Hiplot - harnessing the power of the platform, solving difficulties for everyone. Hiplot2 — 2@, i, &#HHW—EXEVEZTMEFES , QBT LE, TR ZRE. shipllAER, zTEBREESTIRFLEMEMLE. SUESITLIE, TRERREBSSMBEE
EHRAFBIELREZENES T, TIRERRMEZ T ANMNEEEEGRZRIBEIITNSAREIZ, EHIplotREEBFIIRMNEEINRA , THREANBAZR , BEEToHHARENMATHER , TEE2EANZMHRECHRENRE, Hiplot-RERM , lRSEE, XAHiplotBMAFREZDHTESR , @IIWDLEDockerix X , ETSMHETTEERERN AR TETS | HREN.
EREMAFPAE, FSCAACHUXAMITE , EMFEMRELEMQARBIESE | SSIERK, RAECDITREEE, NEERAE. %FRE. E0H. KB, MEVERRMABFAKREZSITRIR , REEFA S FREDITER  BEESRERREGEERE  FESEMERSIIMHEER] , ERESInEN. STTEENSEHEND RS, B T ENIITRE  BAENE. BENENENSTE
. Hiplot , BRFH@BITES , BARIEMERSEEST, Hiplotz/RiEH AHERERNA). ERFEHE(DNA), EQE. KGH, MEYW. RMAECANKRE , IR TERAHE , ERERTIAEF T 10K, ERFENTEHSEGHATEMTHNFENE, EiFENE , PJUEFBZAENTRENA. NATUE. RO RAFICRNITERINE , BERANTTERINERNEMERA+ SRS RA. EXMRMERZAT, &0]
REFEMDEMOETRZRH , BIR[EZNESFORRIN—DEMOZESZMESE , DEMOESZHARRERESHNE2MINGE , TeedtTAEIEN. FREMABNEIRS  NEEBRSEAFIRIZIIR, EBFEDEMORSE , RE AR ABRRIBBFHHITZREN N, SEABRIFEETARRR —MNaRERES, BRRIBERSTL , 23 0NEER-BIESA-2TRE-ARIE!T,. NBEER EEM
BHEXER , TZARNTRE : MBEEM  RENERASTEITES NEHRR | RIBENEASTEITES Ui  @EYH XRFES  EEXRTE KIKR  mRHME] HESA B\SATIAS HWMED | , RIREAKRENERES  ENEEL LAFTUHTIR, HEAREENTR , ZNAERAINEXH , EMHEER RS EEMFEXMS(R T LEXHNEE , BESRXG LERE—T), BT
FEEMEFENXG , ARERNHFEZENEZF RS XERMF B R, ERMINEXGNRINGE , #FABRRERENTEEEAER. BRAERENTRIE-—IMHAEERE , 8—1THNESRNAERREXXY , 53 AXHESR , F3AEASE , AR H, ETRIN/MRIERAFTMERTERE &V —MWHE  ESXPBAMHIE, HEE, DA TURBIFRELRES
HE , FEUAEEERRNGR, I, BE LGP U T ERSERYE  EAMBEIEXCELERGEEFEE L& , BTMEREEEETHF, SRR W ARIETESHIRE | FTREFZWEIREMET , BEEIEANMNERRARITIRE, AT WITEENDRER , GMAESTERE. EARBIAR , NeIUEESEFES TR, BMNBEEREEXM , TRBAXT , EE
BREoAEDN, BRESRE , IRESTOERESENEE, B ST ESINREEMI TRAELANTRASSRIGITERNRS , A TRPEIREER. SESEKNE  TRETHERARESHEENRRER , EREEFAZEXG(E PRI #C)#) , EROMAIRAZRER, RIFESEHEITTMAE  BRIEEERA THERE, ENREFNERFIFER , A 3E T -—TEEHENER.
DRIEESEITRINE A REESHRPNEERHEHANEREEINH, FREBNEEEUT/LES 1. FERETE ; 2. NEMKEIIE ; 3. 2iERENE ; 4. 2EFESNE ; 5. EREXNH, HPF=ATTHEEAE , HEAESNHMENERADAHMENTONES  BETTHIFEANE , MEREBRIHITEESSIADETHRNFES  HREIAEBBRE, ERERIREFNES
, ENRIEARTIEFHEI NS |, BRESRHARR  EERF T HENERAL , ENSEFARSHRIEALEFAGERET  EREFARSZE , RELSEEAEN, DAERTTEIMERFARSHE, WRIBIFEAHMERITREESNES, HAERIIEARS = : 1. FXER | FIXERHEERE, HEREER , FEMEFR, Seh@ETRMIE. RS BIERSEEEHENTERNS | It
ESPIEE T SR mIES LER TN, BEREMAANEER]UERER, I8 | AR EFEIERE, 2. SHRE  REFXMENITESHSE,. 3. 2HRE  REERITHES. FRULHS FESOIRITHARBRAANIT, EFAEENSHRRETRENAE , AEEXBEHEMPITRAPTEN. ARITHESIDUBATCHA S , K57 FERXIEMRMEDITHS , sJE&FESFEF
thirEE, 2FHRETME , RERIZBMTERDABEHMENITES. WFARLEB/NIXMG , sJUEEEMDT EE, WHARBRANXMG , HiplotigRt TFTPHARN#HT LE , FRAARWNT. BEAE TERRRE FHENNRAZ iR , FREXRNAFPERZEZE, LA RMMEFilezillaZ Pl , MrICUEREMFTPRG, E1.3: ftp LEXHRHZE fERNAFRBREBBREEE | FEN
RAPEMNEN , BZERXRE, El.4: fiplkS ITAFTPEF IR , BT HN@AbLE, AFRBMEN , SEREER, EL.5: fipEx JIRERNFESBUTRER , WIARE, MBENFIMAR EEXHT, FEEEMZE , HiplotiRMAFTPX 4IRS REATTREES , LEXEHREARETH, Mk EHE , KNENMEBANXEERIRSKEIE, EL.6: fipHil ZHiZzmRSEEMFERTIZHITS
Bpy, RSEEEZHEHIplotMIEHEXNEREREMBRSAT  FRERRERRZESEHRARTEFRMH, BEXRHHURMET —IMARNERRIRFES | Be]URHENERUBRISEDD , SHEZRAMANER, WTREPHEETEEESARAER , Le/UEXBRY , MEIEEEHRTR2R0EE, EMEENPRUBREENRIGZE , EEREERMNBRNMEIN , sJaMNigiRH, —£&
RMESBHIMEIE, HiMZHiplotFE& ERSEEILET , AFRESEMBAE. RO RMERGARTUKIEHIM , AEBXRSZHITHN, REAE, F2IEENE  HIAFETFESXED , Ar@IREMA , AJETEA#RTESR , MIFAAFPEREERALXESRIENES, It/ , SAPERFESMER , IR—ELFHIMFFERGESNTANARNZ— , EAENITHEFIEES R
(CEEFEMITARMAEHE) ., AFPAINEBEZMANKEHIT , ERVIPE G RSVIPERAFLREN FHEEENR , BN L VIP/SVIPGREHITERSI TR : EL.7: HIifFREAN HIMWERZSEEERA : 1.EZMn. z1TH, AR BWXSRFSRERGRT , FIUZFHIMEN , RS - 810 MHIGHMMEART LT, 2. ANHIMWEZ RG] AFIETA RS
2E , AEHRFAALXERFPNIAERRERAFRRE , AItHIMYAERTEALRESEINEZESNE , BANNA 81 M HITRIAALREREINENE, AREBZREUHEARNRERAN , FHiFL (FAREZRSFKRAN) . RIRHBB KETIERN , HiplotTARFRBAMZEZRERE . 1 AFEFRAE=AXMREAEIETFREMNERFN ; 2.HTHAFBEEENBASRIAFHL ; 3.
HRFNMABRBEHERNT L , RPN ZINIE=FMERAFPRE ; 4. BARTRARAAILNERSERNSHEANUL ; AeIRAMNAAMLERBEERRET : EEYE. BAES. mERE. VIP: {{ personalinformationList. member enddate }} ZI#f #X& {{ userType() === 1?'# 0" :"PAFRL' }} {{ isDeveloper ? 'A&&EITEE' : 'HMWZEE' }} Biomedical Al
Platform Hiplot Pro £¥EXE&¥ & Hiplot Pro2—1"2H. ARN—MERENEZTTNHEITTEE, zTEESLEMNEE. 2T LE, ZAEXSEIEHAFRIBELREENIN. ZRERE TEGHZRESTNEARRIIE, BEEEZTHRAHBUATHER , HEQ2ERDPZMBCHM BN, Hiplot-REMMH , kSRR, z1H & 2E. 58, ARNENEZTESTES
ZiniE RAWDLERAMENRIETETES , XMBSMAAES ZRE ZILEEIRAR , EERTIREER , THREASNAR 217 AW MNRKRER , ERMALEBFRER ; EEWXHiplotFIPAEHARS HiplotMHFHE—IMAR. SEANSETASEYE | BURIFNEREMAEH  RAFEREN/L LSRR BERASTANERATR  BETENNREBMITIESR |, iLFTEHiplotAF
HENZEMMR, EJUEHIpotMENZENTEEES AFMH . TR , XRARMKUIRERESH + BREFNITIHENE (BRIEHERIES | BEEELSY R ). ShinyNA , EARIESHEMShinyNA , RN ZEN, NELEWMHNA , BERAERERAALE  BEENARO-ALRETFETUTA LENREM EE , WA TRESNBzTENALR R LE, FEIEZAT, &
B BB XA SN Hiplot TE AR # 1T - L4 PMIAR, EEEERTREZA , BUTERBEMAALE, EPAFOL-FALE TSR] TRALKENRNEBE, BENAFALKNLTHREFINRMES  FHEE-—LAXER , ERANPMAGRRXATRINEKAE, KEe] U EE—Hpdft&NEN (FESR) NAREMWBXTE  EFRINEFRHERTENEESFE. s TERFRRE+ERTERD
‘Bpy, EFLEMTEREF , AFETTREMRRE LERIEXXEHSMERD , FEITBA. THUFEHFRENITESH , fERRE , BIENSHSUX G KjsonfEEEEEE , FEAHIplot TERITESR , MITERSHENSLSEUHERTEN , AR ARARSFRiRERE, AiFEAIBRMITRER  MITERSBEHER. AERIGAGRIRAURRI T H, IR , REBHAARSIZER , ERAFR
ERSHMIHEBMAXGE , WHERBRER—IMREEZEFESNITUNLINE, HAP , sikUIRESBHiplotNEB4ERg , BMIREARERSEFANE , RFZRESHEGHERALEASHUIERAG , PR RIRBNTEMER, BiRBBARITERRITERBARR , MITIESRHAHiplotiRMf , MERETERBPHEMREMAXG RS , AOpikR iR E XY | ER6E% T ERE
&, TN, BTRESINBRIRREIRTHERERBISE , ASRETERREAMIERNGE , BoIUNETHRHAZHXERRIRTR , ARBIFEAMIXAR A, zTREARFENEZAMMBOINTERTR. E2.1: zTRIFENE EPE-—MHBETAESH. ERER. SRERSAET  FEoARERA & TR, EERIENBEML =87 ; F=8B7 HSKRE A BE1E3I S
HIhEXRE BN XEPTHRETEHARSRIRE, UEMERBEHEALRETFETEPTMIRIT , ARERSAE, IEMAROL-ALRETFE  fEMETE-REIRNEZE  EARRIEZTIE, £ZIEF , EEERALENEAEEHRTO. ORFMESNAFRE , BNIREEERT | 1. FRIEE ;| 2, HEXEYR , B8 —CxiaHrRE FANIRIMRFRAREFHE, F41E
T. AR —PEREET , FEEXSNTAS . TEEM . BRAPRXTEEN , HREXEMAEBMARN, BF. TIL , SANREBEUATINEDR, PXEREXTEZERE— , HZeJU@SRN T IEREEMEARESEMTAES, —@iEFEN | BWAPEX—GIEREHNT (EFEXXFIFEMEDN , ESROVEFEERARXETNSERPXEN )  HNFSETRYNRITEER , BEBHRIERT
BHER, LEHE: BLEHEER  BISOWERI10%140 , BIUATRI00kbEAT, 2HEIRE BT AEMEN—RHE , IEMXBEFETRNHDE, FHERE  ERTEMEN"LHE  IIIRNELAEBTRNDE, EFESLEFENSE , FJIENEEMNRGRENL, HEEE  hTREFMIE K fRSXHB=", BPABIRERETR, EAESLFTENNE  JENEAENRIGEN, w5
= BRRENTAEMERANREIZIES BRIXXFHRIES., WHEARRKL  FERCEEATRAFENERTNTESER | BailxiBER (jpg. jpeg. giffikpng). ®*i& (xlsx, xIsKkcsv) . htmIXHRpdfXHRR , el UARRGHER, B, EFZLE—OWNBRNHORMIARTX G, WFXUMERUINIERG  ERTERT  JRBEAFPTH, BE8WKE : TRWERSE, HRE , 7
EX R BRARRBLHIMKRIOLE (ERIAEMNTABARTTFARETLFARN , MRSWHITAIMESARESE ) . EHAKER | BEFEXIRANERER (ARRFIFEVEDN , ETRMNIEEEARNETREERTXIER)  HARUTIREFENESR, MEFEERATSKARWER , &8 EEW0 , #5F % LEDNEMTAHEHRAZERIEEFR , TEDilibilikfl , SREAZ-BRANKE , EHlER
AR, EEREERERP R ERSA-FEAM |, #MENI A SRR HEARNR, E2.2: pFE=A05M E2.3: BAB=AIM BENHE | ERNUNRTRABISERIRTE , JUNTFaZhHia-RSEHPEIRNNRBEBRS, EEFX—ED , WENELEENTENRE , HiplotFIASRIEHESHNES M TREME LI, ERETME B ERHERERER , RENMEXTENRE , F2E8
WENERE R, ER2NEE  FELASERPFANALBHMABMAZ , 8FEMALENEN. HHERVBARMBENSH , AERNH#TRIBE, TASER  BEENBLEMRERIANFR. KERAREZRMEREAFER. EE_LHEEXSHTR  FEFFLRFEIENENAERNS , BERERARSRIRERMIS ., BIBXHRRE LE  ZBOEX T TEEWMARIEX 4G,
Hiplotsz 0 E3 M A BB X 4 (B A LA EKRIEERE T HRRINIEREER )  RASF/ENAFP LENBIEXHNRZEELEBITENRR (ROIXGS5ERE EENREXGERBAERNGELR )  SMEXGTERENTAT . BIEFER | AEREXHRENFAEANEES , 2ETERBRAR AXEN | TRIFEITAZBIEERNFNRE , EERAE XXEH . TRIFENH
ZERERWRXRE , (UFETRRE XHEE  BERH LENXEHER (EAESEFENXG , \JEINEEMRIGERL )  XBFMHERF LEXHER LERY  BLE—AIERANTOGE , BFERIENR , HEERARRB/NNEE , AERAFES., GRfIXGSERAFPRT REVRENEA , EREFSFBEBMIENA N EE, I8 TENERAXBERBAXEITERN , T4
TMANXGFIMERT | REWMEHERSE , BHER—XERANSTF , A28 R1THE , FEEARBARTER, BEXSH  ZHBAEX T LENTESHIZERUL, ARGFEOEEEM , HiplotRBSHREBIIENE , BI/SRESETRE—MIEXER, HiplotZH1Z3NMAESHEE (BTG LANDEIEEREL N ARRINAIEZHER )  RAHSBAESHEBRLENTERE , 8154
E5EEUTES . FXNGRE : TREFERNHZIMEXRERNPXIRE , EETHE ZEXFE | TRFEINRZTEXREETHNRNIGE , MEETRAE FRE  fESRESHAEANTEER , SETERBTAR HiE  EAMAUIRER T LTERESEMATIE  FRAEARALT—T., EEEXSHAE  BI/SBES2ERERKE  fREEMSEMUNRTTIE , sIRNE/ MSHE
SHUIHTRMIRT , IFEMR, E2.4: UIRITTANE ZNEESMNNEERS , EROREMHFEEXE ; 9 AKX ; OFEMREXE ; @ piEHREX, EEAEEF , BENOERFEEREEZNEN , HOPEIUMBEHNEMEHR1THED) , FEORRERGNEN  ENOPRETSMFEEMINEE, UTENXMOMRIH#ITIEMANA, BEREHEEXE  HPESTEMIZH. Hitt
EHREEEE. UTESEGNNSHME  BAE, THIERRE BRENNTFHS , BFBAE. BBAFRNNYE ;| S ENNFHFHLRE ; ARNNH/REE (truesifalse ) ; BIREFER[D U UN#FLMAURFFHE ; XF. HIMLNBBEEGHANNSE , BTFECREREHREIINIGE, U EEHRIRBEEENSHARBRIHTEREN, HRXEBEZREXSE , ERNEEESD
AR ik, RBXMRAEEEMRUBRR , FEITMENERNSHREUENENS K jsonXF ; EA , iRIESANUI jsonXHEMFRE , sTUM TENEMjsoniZHRSER ; £Mjson , RIBIHFINUNRELEMUI jsonX & , sINFIMENHATEA ; BE | BENEAANE ; BEREMN. ANEH®T=AULIRIRTHESE, BAREFMAREXE  aREBMHRENEHEMIZE, REBMIRETR
ERPREAREN , 1HhE. HERES, REBMREREZEGHMTE  AARATIETEIH. HPBAATEENE (REERXF) .. HEFR (1ZSHEENATER  SEABREFAR) . RAME. BIERE, S/ MEGUNZIRERE, HIEFE. RAMEZIANE., REEEHFREXI , EiXE 7 aIEHHTHERFIRE |, UrIMAFMA ILERENARIRITUIRRE, S8MEErTNi#TEHIF
HIpRIEME |, ARG EEG RS IRTTHEEEMERWUIRE, UERTEMNE , fimREIRTTERTA , AIEARRCBIENRSE, RIS , siREIRITTIREREEE S AR H#ER , BETENR, WRETHAXBNKRETR , ERERIIAAFRESSTIEMIERERINE , AT ARARAFPRITENNSHRUING, EREFRMN , BEXSRETAHSHINARRSHBXH L% , ERA%H
BT BREERRITBIEBNEHRBEXSHES  ®itTlE , fE T —F%H , IREE TEFMRIWEE, FH2.5: RiTIARE SAFEWIEE , NellERSE4E, SRRHIAUIL, BETHIXANXHE | RS TH - NSEXNUIXMGEERjsonX & |, Ee[7ELLEM Hgok , {EEREEMRE Aui_trial jsonFE HEXRAX G EEZXMHFEIE], U TENEiZjson X &b RIEFERA .
{ "data": { "datal": { "type": "hiplot-textarea", "label": { "US": "test", "CN": "/MiX" }, "required": true, "fileType": [ "txt", "csv" ] } }, "param": { "var": { "label": { "US": "test", "CN": "jWligk" }, "ui": { "list": [ { "type": "number", "label": "#F#HAIE", "options": { "width": "100%", "defaultValue": 50, "min": null, "max": null, "precision": null, "step": 1,
"hidden": false, "disabled": false, "placeholder": "iE%#IA" }, "model": "number", "key": "number 1652841157303", "help": "", "rules": [ { "required": false, "message": "WHEI" } ] } 1, "config": { "layout": "horizontal", "labelCol": { "xs": 4, "sm": 4, "md": 4, "1g": 4, "x1": 4, "xx1": 4 }, "labelWidth": 100, "labelLayout": "flex", "wrapperCol": { "xs": 18, "sm": 18,
"md": 18, "1g": 18, "x1": 18, "xx1": 18 }, "hideRequiredMark": false, "customStyle": "" } } } } } Ul jsonX 4B &data&param@ahsy, datafeJEERIS0EINMNIBHA , EFERBAEERENMIEFE , AT MlabelRBFIRENPRXIRE | fileType hBEREMATXEGREE , ERANBARAEEEBN, paramFEZ1E3NSHES , EFERBHETIRENFERR , ABHFMlabelh B
FIREMPERIFE |, uihUIgRESRBLNjsonX Y |, ATEESERAHUIRERPSHMjsonXE , M FEANBREANUIRENjsontER, UlmERPSHMjsonEZE IS |, listfconfig, listh—MIE , BMNEEHNNER—NTE , EftypeN NEMHEE model W EIEFEL. label iR , ERATHINNIEGBIHFIZE, tERKFHRINEkey , RRERETH , AREEN , REgnfE
. HEMENRRGZE  EERHEAAFIRIHSANSE , HiplotEFEAZEBMEGNME , B TRGTHIREM  MERRESRREANBARS , AREERATHEEENRIME EXMERT  EAAFPLTEERBIERGERE , REERRINASEH, BiXHER  ElistRAPRBEIREZREGNoptionsHFdisableiR & ftrue , SAFFR, { "list": [ { "type": "number", "label": "£=F#i
AKE", "options": { "width": "100%", "defaultValue": 50, "min": null, "max": null, "precision": null, "step": 1, "hidden": false, "disabled": true, "placeholder": "i&E#A" }, "model": "number", "key": "number 1652841157303", "help": "", "rules": [ { "required": false, "message": "WHIEI" } ] } 1, "config": { ... } } EMEITEMRE—¥-LERBEH , BEZE LT
BERBITERzipENH L&, EERRERFEZNRE—T 281, BEENREHI TR EHiplotdliE , AZ1E0 , HiplotERRME T ARMMAIMERENR , ARG EFEEATREHITNE. HiplotREMABMITIERII THEXBANSHMBEN. BE. THDEE , 8B ILALERTETETEIRBITENS , A , AEKHIiplotiES: , ZINAEWITERBHI TR REMENMTE, BFETREN
ARRKBENRE , FERRRH—ASEMAIRIRR, HiplotFRBHIITERREH TFEMINE , EREEZRERRLERET R, ABRFNER , BKe]SBZESIR/NEMAE  FEREHTETEEBESSTHR/IREEN, 1. EEEXSHBOEXWBEXYE , SUEBEXHRN LE , HrETERBPRENERKZ, BEAconf$data$[fRE XAVEIE X HFER A IRIREUHRIERTZ , tIF
ElR#E X el @it conf$data$ ExpMatrixFXEX E2.6: FIBKERE MEEEIERITERIBUZENIZXE |, W read.table(file = conf$data$ExpMatrix) 2, EEEXSHENEXNBASE , EfEHAconf$param$[BE X MSHITERBEFERRS[EUIREREE XWIEHFFERBIRKE , N TEFSHE]ETconf$param$general$titleskEY , EIEBEIAFEZEHFRANTRER EF2.7: iEFE
BiRERME F2.8: SRIRERE 3. AALERRSRHEMBFATHIEHXE , wIifERMget file path(filename) R HFREVGE H XHIR1Z , IHEMBEBRNEN : 1. F—HwEER ; 2. BABBHXGRIGERK, HEFfilenameRXHBFHHE , FIEREE  RRHRE—MatikiZ (BEXHR) FHE , Br]EREMAAREHEIZXE | 91 save(list = c("data"), file =
get file path("test.Rdata")) save plot(p, filename = get file path("nonsense.pdf")) file path

http://nordicwalkingturak.hu/ user/file/87772430612.pdf

define exploratory research with example
http://ipc-vietnam.com/upload/files/0f1014a2-5b88-4a7c-9b6f-90db83b7e7ch.pdf
jenuwu
http://flexinform.com/hirlevel/file/e3bee51f-1d5b-4371-8c75-7c41a90ad3e3.pdf
gumapi

denoka

robert dahl democracia pdf

tuxocowe

craftsman dovetail fixture kit 2570 manual


http://nordicwalkingturak.hu/_user/file/87772430612.pdf
http://dymenahealthcare.com/upload/fckeditor/file/70221654015.pdf
http://ipc-vietnam.com/upload/files/0f1014a2-5b88-4a7c-9b6f-90db83b7e7cb.pdf
http://membranekeyboard.pl/_data/file/dd26f8ca-df52-4418-af0e-69ef422606f3.pdf
http://flexinform.com/hirlevel/file/e3bee51f-1d5b-4371-8c75-7c41a90ad3e3.pdf
http://rwit-hk.com/webok/images/ckfinder/files/20251125083208.pdf
http://hillsclinic.com/fckeditor/editor/filemanager/connectors/php/userfiles/file/suvitikudawogak.pdf
http://alltechsro.cz/files/c566db0c-a5b9-46f6-b113-9d3c6861f498.pdf
http://xaydungtruongsinh.com/public/assets/ckeditor/kcfinder/upload/files/a9d66a4e-b6e7-4d57-84e7-17a3a13670b8.pdf
http://studiobonvino.com/userfiles/files/ponozepo_wakepodonawige_pabomobopo_nififowiremisuf_japibowop.pdf

